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Input ultrasound video
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Cardiac substructure detection
with bounding boxes
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Pathological diagnosis

Low grade adenomal/dysplasia
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« To prevent missed-differential diagnosis, we developed a characterization model that
automatically predict pathological diagnosis using the revised Vienna classification.
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v Computer-assisted interpretation test
v’ Independent images (outside NCCH) from training
v neoplastic vs non-neoplastic lesion

Total iali
255 images n= specialis
4]

ensiti\nty 82. 8/ 87 4/ 83.7% 79 7/ 85 5/

n(range) (65 36) (77.9-89.0)

Spec fICIty 64. 5/ 70. 5/ 60.2% 63.9% 80.7%
Median (range)  (37.3-86.7) (43.4-86.7) (37.3-69.9) (48.2-75.9) (71.0-87.8)
Inference 1.88 1.75 2.52 1.89 0.0144

time sec/image sec/image sec/image sec/image
Median (range) (1.6-2.9) (1.6-1.9) (1.7-29) (1.7-2.8)

sec/image
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(*, <1000 colonoscopies)

v'Al: same level of performance with specialist
v'Inference time of Al: 0.01 seconds (Endoscopists
took about 2 seconds / one image)
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Cascade graph encoder
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Main graph chart
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